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10 20 30 40 50 60 70 80 90 100
| | | | | | | | | |

KCTD8 MALKDTGSGGSTILPISEMVSASSSPGAPLAAAPGPCAPSPFPEVVELNVGGQVYVTKHSTLLSVPDSTLASMFSPSSPRGGARRRGDLPRDSRARFFID
KCTD12 MALADSTRG----LP------NGGGGGGGSGSSSSSAEPPLFPDIVELNVGGQVYVTRRCTVVSVPDSLLWRMFTQQ----QPQ---ELARDSKGRFFLD
KCTD12b MAMPEK-----------------------SSCVKPTEECSSFPEIIELNVGGQVYITRYPTLISIPGSRLWEMFSVK----NPC---SLIQDNKGRFFID
KCTD16 MALSGNCS-------------------RYYPRDQGAAVPNSFPEVIELNVGGQVYFTRHSTLISIPHSLLWKMFSPK--RDTAN---DLAKDSKGRFFID

**: . . **:::*********.*: *::*:* * * **: . . .* :*.:.***:*
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| | | | | | | | | |

KCTD8 RDGFLFRYVLDYLRDKQLALPEHFPEKERLLREAEFFQLTDLVKLLSPKVTKQNS---------------LNDEGCQSDLEDNLSQGSSDALLLRGAAA-
KCTD12 RDGFLFRYILDYLRDLQLVLPDYFPERSRLQREAEYFELPELVRRLGAPQQPGPGPPPPHSRRGVHKEGSLGDELLPLGYAEPEPQEGASAGAPSPTLDL
KCTD12b RDGFLFRYVLDYMRDMQVVLPDHFPECGRLHREAEYFKLPELAKMLALKMN---------------KLNSIGNDSCQIDLDELSPSIDTTFNFSS--TN-
KCTD16 RDGFLFRYILDYLRDRQVVLPDHFPERGRLKREAEYFQLPDLVKLLAPEEVKQS-----------------PDEFCHSDFED-ASQGSDTRICP------

********:***:** *:.**::*** ** ****:*:*.:*.: *. :: . : .. .
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| | | | | | | | | |

KCTD8 -GAPSSSGAHGVSGVVSGGSAPDKRSGFLTLGYRGSYTTVRDNQADAKFRRVARIMVCGRIALAKEVFGDTLNESRDPDRQPEKYTSRFYLKFTYLEQAF
KCTD12 ASRSPSGGAAGPLLTPSQSLDGSRRSGYITIGYRGSYTIGRDAQADAKFRRVARITVCGKTSLAKEVFGDTLNESRDPDRPPERYTSRYYLKFNFLEQAF
KCTD12b -SIHISGPDNPVVLTAAPGSE-LKKAGFITIGYRGSYTLGRDSQTDAKFRRVARIMVCGKISLAKEVFGDTLNESRDPDRPPERYTSRYYLKFTFLEQAF
KCTD16 ---PSSLLPH------------DRKWGFITVGYRGSCTLGREGQADAKFRRVPRILVCGRISLAKEVFGETLNESRDPDRAPERYTSRFYLKFKHLERAF

* :: *::*:***** * *: *:*******.** ***: :*******:********** **:****:****..**:**
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KCTD12 DKLSESGFHMVACSSTGTCAFASSTDQSEDKIWTSYTEYVFCRE--------------------------------------------------------
KCTD12b DKLADAGFHMVACNSTGTCTVT--HDQTDDRIWTSYTEYVFYRE--------------------------------------------------------
KCTD16 DMLSECGFHMVACNSSVTASFVN--QYTEDKIWSSYTEYVFYREPSRWSSS---HCDCCCKNGKGDKGESGTSCNDLSTSSCDSQSEASSPQETVICG--

* *::.*******.*: *.:.. : :*:**:*****:* *
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P11506 Plasma membrane calcium-transporting ATPase 2 3.4 38 34 3.4 21 33
Q5PQL7 Integral membrane protein 2C 2.9 23 30 4.0 113 142

P31647 Sodium- and chloride-dependent GABA transporter 3 3.6 73 27 3.6 70 50

P11507 Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 4.1 242 106 3.7 108 45

P06686 Sodium/potassium-transporting ATPase subunit alpha-2 4.6 150 50 4.6 160 56
P06685 Sodium/potassium-transporting ATPase subunit alpha-1 119 44 4.6 74 514.6

P69897 Tubulin beta-5 chain 4.8 302 87 4.8 200 19
Q50H33 BTB/POZ domain-containing protein KCTD8 4.6 112 119 5.0 288 944

Q8C7J6 Putative uncharacterized protein = KCTD12b 4.7 n.d.# 17 5.0 20 90

Q5DTY9 BTB/POZ domain-containing protein KCTD16 5.0 219 5.4 884259 2489
Q6WVG3 BTB/POZ domain-containing protein KCTD12 5.1 429 205 5.5 1018 1020

O88871 Gamma-aminobutyric acid type B receptor subunit 2 5.0 1762 584 5.6 2490 3227
Q9Z0U4 Gamma-aminobutyric acid type B receptor subunit 1 5.1 785 803 5.5 2048 2632

P61265 Syntaxin-1B 3.6 57 3 3.7 30 67

P54311 Guanine nucleotide-binding protein subunit beta-1 3.9 79 6 3.8 83 32

P63102 14-3-3 protein zeta/delta 3.6 48 n.d. 3.8 46 40

P01830 Thy-1 membrane glycoprotein 4.1 109 2 3.7 68 60

P62989 Ubiquitin 4.3 45 9 4.2 31 42

P07340 Sodium/potassium-transporting ATPase subunit beta-1 4.6 197 1 4.5 145 11

3Q4QRB4 Tubulin beta-3 chain 5.0 54 4.7 51 18

Q5XIF6 Tubulin alpha-4A chain 4.8 91 9 4.7 96 13
Q9D6F9 Tubulin beta-4 chain 4.7 22 2 4.7 87 45
P06687 Sodium/potassium-transporting ATPase subunit alpha-3 4.6 49 3 4.7 47 12

P63138 Gamma-aminobutyric acid receptor subunit beta-2 3.4 62 3 3.3 44 28

O43581 Synaptotagmin-7 3.7 65 1 2.8 22 17

P62813 Gamma-aminobutyric acid receptor subunit alpha-1 3.2 81 8 3.1 50 50

P31596 Excitatory amino acid transporter 2 4.0 102 22 3.6 57 7

4.5P62944 AP-2 complex subunit beta-1 30 23 4.3 19 3

P11505 Plasma membrane calcium-transporting ATPase 1 3.4 24 28 3.4 29 7

anti-GABAB1 AP anti-GABAB2 AP
log[abnorm] rPVIgG rPVko log[abnorm] rPVIgG rPVkoAccession Protein name (Swiss-Prot)

P07335 Creatine kinase B-type 3.5 95 n.d. 3.0 37 n.d.
P13638 Sodium/potassium-transporting ATPase subunit beta-2 3.2 34 n.d. 3.3 65 n.d.

Q5FWT1 Protein FAM98A 3.3 21 n.d. 3.1 14 n.d.
P63319 Protein kinase C gamma type 3.2 14 n.d. 3.1 56 n.d.
Q9NVH2 Integrator complex subunit 7 3.2 54 n.d. 2.9 9 n.d.
P0C5X8 Protein tweety homolog 1 3.0 31 n.d. 3.0 34 n.d.
P54282 Voltage-dependent P/Q-type calcium channel sub. alpha-1A 3.2 24 n.d. 2.8 3 3
Q8CG48 Structural maintenance of chromosomes protein 2 2.8 9 n.d. 3.0 33 n.d.
P47860 6-phosphofructokinase type C 2.9 26 n.d. 2.9 26 n.d.

P84092 AP-2 complex subunit mu-1 4.0 6 3.5 5 441
P05065 Fructose-bisphosphate aldolase A 3.7 83 n.d. 3.8 19 n.d.

Q60931 Voltage-dependent anion-selective channel protein 3 3.7 27 2 3.6 8 24
P24942 Excitatory amino acid transporter 1 3.9 133 6 3.4 99 4

Q62425 NADH dehydrogenase [ubiquinone] 1 alpha subunit 4 3.7 63 2 3.5 35 2

P47942 Dihydropyrimidinase-related protein 2 3.4 15 n.d. 3.8 69 1
P12273 Prolactin-inducible protein 3.6 34 n.d. 3.4 21 n.d.
Q15149 Plectin-1 3.5 33 n.d. 3.4 35 n.d.
P61765 Syntaxin-binding protein 1 3.5 54 2 3.4 14 49
Q4KM65 Cleavage and polyadenylation specificity factor subunit 5 3.6 24 2 3.3 30 1

P13233 2'.3'-cyclic-nucleotide 3'-phosphodiesterase 4.2 114 3 4.2 67 6
P47819 Glial fibrillary acidic protein 4.3 10 3 4.0 19 2
P59215 Guanine nucleotide-binding protein G(o) subunit alpha 4.3 138 3 4.0 66 9
Q9QUL6 Vesicle-fusing ATPase 4.1 139 1 4.1 96 3
P63018 Heat shock cognate 71 kDa protein 4.1 12 2 4.0 10 3
P60203 Myelin proteolipid protein 4.1 62 3 4.0 77 6
P09606 Glutamine synthetase 4.1 78 n.d. 3.9 49 n.d.
P63012 Ras-related protein Rab-3A 4.1 48 3 3.9 23 4

Q9Z2L0 Voltage-dependent anion-selective channel protein 1 3.9 85 2 3.7 68 4

9P04797 Glyceraldehyde-3-phosphate dehydrogenase 4.8 19 3 5.0 15

P12236 4.5 188 n.d. 4.3 140 n.d.ADP/ATP translocase 3

Supplementary Table 1a

*

**

*
*

**

*

**

*

**

*

*



17www.nature.com/nature

SUPPLEMENTARY INFORMATIONdoi: 10.1038/nature08964

Plasma membrane calcium-transporting ATPase 2 434 0 428 0

Integral membrane protein 2C 43 0.09 275 0

Sodium- and chloride-dependent GABA transporter 3 128 0 161 0

Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 940 0 338 0

Sodium/potassium-transporting ATPase subunit alpha-2 1525 0 1315 0
Sodium/potassium-transporting ATPase subunit alpha-1 0 1231 01445

Tubulin beta-5 chain 1042 0 962 0
BTB/POZ domain-containing protein KCTD8 331 0 485

Putative uncharacterized protein = KCTD12b 111 0 202 0

BTB/POZ domain-containing protein KCTD16 523 8190 0
BTB/POZ domain-containing protein KCTD12 563 0 756 0

Gamma-aminobutyric acid type B receptor subunit 2 1114 0 1454 0
Gamma-aminobutyric acid type B receptor subunit 1 1578 0 2117 0

Syntaxin-1B n.d. n.d. 135 0

Guanine nucleotide-binding protein subunit beta-1 156 0 142 0

14-3-3 protein zeta/delta 120 0 228 0

Thy-1 membrane glycoprotein 133 0 n.d. n.d.

Ubiquitin 187 0 203 0

Sodium/potassium-transporting ATPase subunit beta-1 330 0 316 0

0Tubulin beta-3 chain 930 814 0

Tubulin alpha-4A chain 934 0 877 0
Tubulin beta-4 chain 1008 0 902 0
Sodium/potassium-transporting ATPase subunit alpha-3 1703 0 1594 0

Gamma-aminobutyric acid receptor subunit beta-2 104 0 85 0
Synaptotagmin-7 241 1 n.d. n.d.

Gamma-aminobutyric acid receptor subunit alpha-1 95 0 92 0

Excitatory amino acid transporter 2 269 0 188 0

372AP-2 complex subunit beta-1 0 195 0

Plasma membrane calcium-transporting ATPase 1 411 0 n.d. n.d.

anti-GABAB1 AP
Mascot_Score FDRdecoy

anti-GABAB2 AP
Mascot_Score FDRdecoyAccession Protein name (Swiss-Prot)

P11506

Q5PQL7

P31647

P11507

P06686
P06685

P69897
Q50H33

Q8C7J6

Q5DTY9
Q6WVG3

O88871
Q9Z0U4

P61265

P54311

P63102

P01830

P62989

P07340

Q4QRB4

Q5XIF6
Q9D6F9
P06687

P63138
O43581

P62813

P31596

P62944

P11505

P07335
P13638

Q5FWT1
P63319
Q9NVH2
P0C5X8
P54282
Q8CG48
P47860

P84092
P05065

Q60931
P24942

Q62425

P47942
P12273
Q15149
P61765
Q4KM65

P13233
P47819
P59215
Q9QUL6
P63018
P60203
P09606
P63012

Q9Z2L0

P04797

P12236

Creatine kinase B-type 143 0 n.d. n.d.
Sodium/potassium-transporting ATPase subunit beta-2 67 0.02 66 0

Protein FAM98A 226 0 n.d. n.d.
Protein kinase C gamma type n.d. n.d. 39 0.13
Integrator complex subunit 7 51 0.05 n.d. n.d.
Protein tweety homolog 1 105 0 116 0
Voltage-dependent P/Q-type calcium channel sub. alpha-1A n.d. n.d. 58 0
Structural maintenance of chromosomes protein 2 60 0.02 54 0
6-phosphofructokinase type C 136 0 124 0

AP-2 complex subunit mu-1 292 0 112 0
Fructose-bisphosphate aldolase A 246 0 66 0

Voltage-dependent anion-selective channel protein 3 68 0.02 67 0
Excitatory amino acid transporter 1 160 0 60 0

NADH dehydrogenase [ubiquinone] 1 alpha subunit 4 106 0 48 0.04

Dihydropyrimidinase-related protein 2 58 0.03 467 0
Prolactin-inducible protein 196 0 59 0
Plectin-1 49 0.07 n.d. n.d.
Syntaxin-binding protein 1 171 0 336 0
Cleavage and polyadenylation specificity factor subunit 5 36 0.15 96 0

2'.3'-cyclic-nucleotide 3'-phosphodiesterase 553 0 197 0
Glial fibrillary acidic protein 77 0.01 146 0
Guanine nucleotide-binding protein G(o) subunit alpha 336 0 268 0
Vesicle-fusing ATPase 750 0 782 0
Heat shock cognate 71 kDa protein 605 0 568 0
Myelin proteolipid protein 182 0 n.d. n.d.
Glutamine synthetase 222 0 152 0
Ras-related protein Rab-3A 215 0 185 0

Voltage-dependent anion-selective channel protein 1 277 0 238 0

0Glyceraldehyde-3-phosphate dehydrogenase 454 0 484

373 0 401 0ADP/ATP translocase 3

0

Supplementary Table 1b
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